ABSTRACT Dicyma pulvinata strain 414-3, isolated from the surface of a tomato leaf, is a mycoparasitic fungus of Cladosporium fulvum, which causes leaf mold of tomato. We report here the draft genome sequence of strain 414-3, which will contribute to elucidating the molecular mechanisms involved in the mycoparasitism.
annotated using BLAST (9) searches against the NCBI nonredundant (10), KEGG (11, 12) , Clusters of Orthologous Groups (COG) (13) , and Carbohydrate-Active EnZymes (CAZy) (14) databases. SignalP ver. 4.0 (15) was used to predict genes encoding secreted proteins. Future work will focus on identifying mycoparasitism-associated genes and exploring the molecular mechanisms to understand the parasitic capabilities of D. pulvinata.
Data availability. The nucleotide sequence of the whole-genome sequence of strain 414-3 has been deposited in DDBJ/EMBL/GenBank under the accession number BJKQ00000000. The DDBJ Sequence Read Archive (DRA) accession numbers are DRX170159 and DRX170160. This paper describes the first version of the genome.
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